STIC Biotechnology Systems Branch 

RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: Jo^ Ofo *? ; 28 / 
Source: ' " ' 

Date Processed by STIC: 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 




TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.4.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www,uspto.gov/web/offices/pac/checker/chkrnote.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 223 13-1450 

3. Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 01/14/05): 
U.S. Patent and Trademark Office, Mail Stop Sequence, Customer Window, Randolph Building, 401 Dulany Street, 
Alexandria, VA 22314 

Revised 01/10/06 



Raw Sequence Listing Error Summary 



ERROR DETECTED 

ATTN: NEW RULES CASES: 

1 Wrapped Nucleics 

Wrapped Aminos 



SUGGESTED CORRECTION SERIAL NUMBER: 

PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

The number/text at the end of each line "wrapped" down to the next line. This may occur if your file 
was retrieved in a word processor after creating it. Please adjust your right margin to .3; this will 
prevent "wrapping." 



Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 



3 Misaligned Amino 

/Numbering 



4 ( J Non- 



11 



12 



ASCII 



The numbering under each 5 th amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission is saved in ASCII text. 



Variable Length Sequence(s) J contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

_PatentIn 2.0 A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

"bug" sequences(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 



Skipped Sequences Sequence(s) 
(OLD RULES) 



missing. If intentional, please insert the following lines for each skipped sequence: 



(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 



Skipped Sequences 
(NEW RULES) 



Sequence(s) _ 



<210> sequence id number 
<400> sequence id number 
000 



missing. If intentional, please insert the following lines for each skipped sequence. 



_Use of n's or Xaa's Use of n's and/or Xaa's have been detected in the Sequence Listing. 

(NEW RULES) Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



10 Invalid <213> 

Response 



Per 1.823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Use of<220> 



Sequence(s) _ 



missing the <220> "Feature" and associated numeric identifiers and responses. 



_PatentIn 2.0 
"bug" 



Use of <220> to <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 

"Unknown." Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This . causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



13 



_ Misuse of n/Xaa "n" can only represent a single nucleotide ; "Xaa" can only represent a single amino acid 



AMC - Biotechnology Systems Branch - 09/09/2003 






Page 1 






IFW16 



RAW SEQUENCE LISTING 

PATENT APPLICATION: 



US/10/069,381 



DATE: 
TIME: 



02/01/2006 
12:00:09 




W--> 

w--> 
w--> 
c--> 
c--> 

E--> 



Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\02012006\J069381.raw 



APPLICANT: Suntory Limited 
APPLICANT: Nippon Paper Industries 
<120> TITLE OF INVENTION: Gene coding for protein participating in 

transduction of cytokinin 
<130> FILE REFERENCE: 993776 

<140> CURRENT APPLICATION NUMBER: US/10/069,381 
<141> CURRENT FILING DATE: 2002 -02 -26 
<160> NUMBER OF SEQ ID^lj 



signal 



2002-02-26 . 



ERRORED SEQUENCES 



J? 00 * No, e „ 



W--> 8 <210> SEQ ID NO: 1 

9 <211> LENGTH: 3096 

10 <212> TYPE: DNA 

11 /<213> ORGANISM: Arabi donsis thaliana 
12^<221> NAME /KEY: CDS 

13 <222> LOCATION: ( 187) . . . (2 952 ) 

14 <223> OTHER INFORMATION: Nucleotide sequence coding for histidine protein 

15 kinase 

16 <400> SEQUENCE: 1 

17 gactcttctt cagatctact cactccttct ttctctcctt cttcttcttc atttttccgg 

18 tgaccggagt cggagaaggt tctttattca gatcaaggtt ctggcttaaa gaaaaaagtt 

19 gtttgaattt tgagatttgt ctggtccatt gtgttgctgt tgttgtatga agagaaacct 

20 tgatca atg gtc tgt gaa atg gag act gat cag att gag gaa atg gat 

21 Met Val Cys Glu Met Glu Thr Asp Gin He Glu Glu Met Asp 

22 1 5 10 

23 gtc gaa gtt ttg tct teg atg tgg ccc gaa gat gtt gga act gaa get 

24 Val Glu Val Leu Ser Ser Met Trp Pro Glu Asp Val Gly Thr Glu Ala 

25 15 20 25 30 

26 gac aaa cag ttc aac gtc gag aaa cct gec gga gat tta gac acg ttg 

27 Asp Lys Gin Phe Asn Val Glu Lys Pro Ala Gly Asp Leu Asp Thr Leu 

28 35 40 45 

29 aaa gaa gtt act ate gag aca egg ace att gcg gat atg aca egg tta 

30 Lys Glu Val Thr He Glu Thr Arg Thr He Ala Asp Met Thr Arg Leu 

31 50 55 60 

32 cca aac eta ttg aat teg act cat caa ggc tec tct caa eta ace aac 

33 Pro Asn Leu Leu Asn Ser Thr His Gin Gly Ser Ser Gin Leu Thr Asn 

34 65 70 75 

35 ctt gtg aaa caa tgg gag tat atg caa gac aac gcg gtt egg ctg tta 

36 Leu Val Lys Gin Trp Glu Tyr Met Gin Asp Asn Ala Val Arg Leu Leu 

37 80 85 90 

38 aaa gaa gag eta aaa aat etc gat aga cag aga gaa gaa gee gag get 



ecf 



60 
120 
180 
228 



276 



324 



372 



420 



468 



516 
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88 355 360 365 

89 gca aag cag atg eta gcg acg atg tct cat gag ata agg tea cca ttg 1332 

90 Ala Lys Gin Met Leu Ala Thr Met Ser His Glu lie Arg Ser Pro Leu 

91 370 375 380 

92 tea gga gta gtg gga atg get gag ata ctt tea act aca aaa ctg gat 1380 

93 Ser Gly Val Val Gly Met Ala Glu He Leu Ser Thr Thr Lys Leu Asp 

94 385 390 395 

95 aaa gag caa aga cag ttg ttg aat gtc atg ate tct tct ggt gat ttg 1428 

96 Lys Glu Gin Arg Gin Leu Leu Asn Val Met He Ser Ser Gly Asp Leu 

97 400 405 410 

98 gtg ctt cag eta ate aac gac att ctt gat etc tec aag gtt gaa tea 1476 

99 Val Leu Gin Leu He Asn Asp He Leu Asp Leu Ser Lys Val Glu Ser 

100 415 420 425 430 

101 ggt gtg atg aga tta gaa get aca aag ttt cga cca aga gaa gta gtg 1524 

102 Gly Val Met Arg Leu Glu Ala Thr Lys Phe Arg Pro Arg Glu Val Val 

103 435 440 445 

104 aag cat gtg eta cag aca get gca gca teg ctg aag aaa tct ttg aca 1572 

105 Lys His Val Leu Gin Thr Ala Ala Ala Ser Leu Lys Lys Ser Leu Thr 

106 450 455 460 

107 tta gaa gga aac att gca gat gat gtt cct att gag gta gtt gga gat 1620 

108 Leu Glu Gly Asn He Ala Asp Asp Val Pro He Glu Val Val Gly Asp 

109 465 470 475 

110 gtt eta agg att agg cag ate etc acc aat ttg ata age aat get ate 1668 

111 Val Leu Arg He Arg Gin He Leu Thr Asn Leu lie Ser Asn Ala He 

112 480 485 490 

113 aag ttt aca cat gaa gga aat gta gga ate aaa etc caa gtg ata tea 1716 

114 Lys Phe Thr His Glu Gly Asn Val Gly He Lys Leu Gin Val He Ser 

115 495 500 505 510 

116 gaa cca tec ttt gtg egg gat aac gca ttg aac gca gac acc gag gaa 1764 

117 Glu Pro Ser Phe Val Arg Asp Asn Ala Leu Asn Ala Asp Thr Glu Glu 

118 515 520 525 

119 cac gaa caa aac ggt ttg acc gag act tea gtt tgg att tgc tgt gac 1812 
12 0 His Glu Gin Asn Gly Leu Thr Glu Thr Ser Val Trp He Cys Cys Asp 

121 530 535 540 

122 gta tgg gac act gga att gga ate cca gaa aac get ctt cca tgt ttg 1860 

123 Val Trp Asp Thr Gly He Gly He Pro Glu Asn Ala Leu Pro Cys Leu 

124 545 550 555 

125 ttc aag aag tac atg caa gca age get gat cat gee egg aaa tac ggt 1908 

126 Phe Lys Lys Tyr Met Gin Ala Ser Ala Asp His Ala Arg Lys Tyr Gly 

127 560 565 570 

128 ggg act ggt etc gga ctt get att tgt aaa cag ctg gtt gag tta atg 1956 

129 Gly Thr Gly Leu Gly Leu Ala He Cys Lys Gin Leu Val Glu Leu Met 

130 575 580 585 590 

131 gga ggc caa etc act gtg aca age egg gtg age gaa ggt tea acg ttc 2004 

132 Gly Gly Gin Leu Thr Val Thr Ser Arg Val Ser Glu Gly Ser Thr Phe 

133 595 600 605 

134 aca ttt ata tta ccc tac aaa gtt gga aga tea gat gat tat tea gat 2052 

135 Thr Phe He Leu Pro Tyr Lys Val Gly Arg Ser Asp Asp Tyr Ser Asp 

136 610 615 620 
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r»1 

uiy 


Asn 


pi w 


Arg 


tys 


rile 


Ser 


Lys 








720 










*7 0 tr 










Tin 












x 0 0 


gaa 


tct 


gaa 


tct 


ugu 


age 


ay l. 




caa 


get 


age 


Ltd 


gaa 


ggt 


gga 


ace 


^ ft J D 


ICQ 


Glu 


Ser 


Glu 


Ser 


Cys 


Ser 


Ser 


Ser 


r»i -n 


A±a 


Ser 


Ser 


r*i ii 

LjxU 


biy 


Lixy 


inr 




loll 


735 










n A(\ 

1 *±\j 




















/ O U 




1 fil 

X D X 


tta 


gaa 


atg gag 


L. t d 


rrarr 

gag 




aLd 


guu 


Ltd 


UtL 


tdL 


aa i-rrT 

a yy 


IT 23 a 

y cid 


nan 

g a g 


y dd 


94ft 4 


xOZ 


Leu 


Glu 


Met 


Glu 


Ser 


bill 


Leu 


Thr 


ir a 1 

vax 


Ser 


Ser 


HIS 


Arg 


r*i n 


pi 


r*i 11 

ulU 














n ^ q 










7£n 
/ D U 










/DO 






1 64 
x 0 *± 


aaa 


gee 


gag 


aca 


y cict 


Ctf- aa 
y La 


nap 
ddd 


p** aa as 
y dd 


aa aa 


tta 


aa aa /-t 

aay 


1 1 d 


aa aa 0 

aay 


at u 


M~a 


tut. 


9 R19 
^ ~j ~j 


1 

X D O 


Lys 


Ala 


Glu 


Thr 


\jXLi 


val 




v3l LI 


1 XIX 


UCl 


Xjy 0 


AT X tJ 


T ,vc 
x»y to 


Tl ^ 
lie 


XJC u. 


XiC u. 




1DD 








770 










77c 










7 ft n 








x 0 / 


gtg 


gaa 


gat 


aat 


PT 

day 


a L. t 


3 a p 

dd t 


af r 
aLL 


;a f- py 


at" t- 

gtc 


yta 


pan 
day 




aty 


a f- pr 

aty 


aan 
aay 


9 Rft n 


100 


Val 


Glu Asp Asn 


Lys 


Tip 
lie 


Asn 


Tl <a 
11c 


l v lcL 


Val 
Vol 


Al a 
i-ix d 


Lys 


Ser 


Mpf 


Mpf 


Lys 




ID j 






785 




















795 










170 


cag 


tta 


ggc 


cat 


acc 


atg 


gat 


att 


get 


aat 


aat 


gga 


gtt 


gaa 


gee 


ata 


2628 


1 71 
X / X 


Gin Leu Gly His 


TVit 

J. ilX 




Asp 


Tip 
lie 


2X1 3 
hi d 


Asn 


Asn 


Gly 


Val 


ulU 


7\ "1 a 
ril d 


Tip 

lie 




172 




800 










0 \j j 










810 












173 


acc 


gcg 


att 


aat 


age 


tct 


age 


tac 


gat 


ctg 


gta 


etc 


atg 


gat 


ata 


tgc 


2676 


174 


Thr 


Ala 


He 


Asn 


Ser 


Ser 


Ser 


Tyr 


Asp 


Leu 


Val 


Leu 


Met 


Asp 


Val 


Cys 




175 


815 










820 










825 










830 




176 


atg 


ccg 


gtg 


etc 


gat 


ggt 


tta 


aaa 


get 


aca 


aga 


ctg 


ate 


cgt 


teg 


tat 


2724 


177 


Met 


Pro 


Val 


Leu 


Asp 


Gly 


Leu 


Lys 


Ala 


Thr 


Arg 


Leu 


He 


Arg 


Ser 


Tyr 




178 










835 










840 










845 






179 


gaa 


gaa 


act 


ggg 


aac 


tgg 


aat 


get 


gca 


ata 


gaa 


gee 




gta 


gat 


ata 


2772 


180 


Glu Glu Thr Gly 


Asn 


Trp 


Asn 


Ala 


Ala 


He 


Glu 


Ala Gly 


Val 


Asp 


He 




181 








850 










855 










860 








182 


teg 


aca 


teg 


gag 


aat 


gaa 


caa 


gtt 


tgt 


atg 


cgt 


ccc 


aca 


aac 


egg 


ctg 


2820 


183 


Ser 


Thr 


Ser 


Glu 


Asn 


Glu 


Gin 


Val 


Cys 


Met 


Arg 


Pro 


Thr 


Asn 


Arg 


Leu 




184 






865 










870 










875 










185 


cct 


ata 


ate 


gcg 


atg 


acg 


gca 


aat 


act 


tta 


gca 


gag 


agt 


tea 


gaa 


gaa 


2868 
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186 Pro lie lie Ala Met Thr Ala Asn Thr Leu Ala Glu Ser Ser Glu Glu 

187 880 885 890 

188 tgt tat gca aat ggt atg gac teg ttt att teg aaa cct gta acg ttg 2916 

189 Cys Tyr Ala Asn Gly Met Asp Ser Phe lie Ser Lys Pro Val Thr Leu 

190 895 900 905 • 910 

191 caa aaa ctg aga gag tgt ttg caa cag tat ttg cac tgagatttca 2 962 

192 Gin Lys Leu Arg Glu Cys Leu Gin Gin Tyr Leu His 

193 915 920 

194 gatttttgtg ttttgtagat taagaaatgg ttgtgttgta tataaattgt gtaggaaaaa 3 022 

195 agttttggag agctactaag tagcttcctc tttttagaga tgtatagttc aataaaaaaa 3082 

196 aaaaaaaaaa aaaa 3 096 

197 <210> SEQ ID NO: 2 j JL 

198 <211> LENGTH: 922 /iA^^V 

199 <212> TYPE: PRT , 
20C /,<213> ORGANISM: Arabidopsis thaliana ^<_Z^£?7 

20I^<223> OTHER INFORMATION: Amino acid sequence of histidine protein kinase 
202 <400> SEQUENCE: 2 



203 


Met 


Val 


Cys 


Glu 


Met 


Glu Thr Asp Gin 


He 


Glu 


Glu 


Met 


Asp 


Val 


Glu 




l 








z> 




1 U 










lb 




205 


Val 


Leu 


Ser 


Ser 


Met 


Trp Pro Glu Asp 


Val 


Gly 


Thr 


Glu 


Ala 


Asp 


Lys 


206 








20 




25 










30 






207 


Gin 


Phe 


Asn 


Val 


Glu 


Lys Pro Ala Gly 


Asp 


Leu 


Asp 


Thr 


Leu 


Lys 


Glu 


208 






35 






40 








45 








209 


Val 


Thr 


He 


Glu 


Thr 


Arg Thr He Ala 


Asp 


Met 


Thr 


Arg 


Leu 


Pro 


Asn 


210 




50 








55 






60 










211 


Leu 


Leu 


Asn 


Ser 


Thr 


His Gin Gly Ser 


Ser 


Gin 


Leu 


Thr 


Asn 


Leu 


Val 


212 


65 










70 




75 










80 


213 


Lys 


Gin 


Trp 


Glu 


Tyr 


Met Gin Asp Asn 


Ala 


Val 


Arg 


Leu 


Leu 


Lys 


Glu 


214 










85 




90 










95 




215 


Glu 


Leu 


Lys 


Asn 


Leu 


Asp Arg Gin Arg 


Glu 


Glu 


Ala 


Glu 


Ala 


Lys 


Glu 


216 








100 




105 










110 






217 


Leu 


Lys 


He 


He 


Glu 


Glu Tyr Lys Phe 


Glu 


Ser 


Asn 


Glu 


Pro 


Glu 


Asn 


218 






115 






120 








125 








219 


Val 


Pro 


Val 


Leu 


Asp 


Glu Thr Ser Asp 


Leu 


Phe 


Arg 


Arg 


Phe 


Arg 


Gin 


220 




130 








135 






140 










221 


Lys 


Lys 


Arg 


Asp 


Ala 


Leu Val Asp Ser 


Lys 


Lys 


He 


Glu 


He 


Tyr 


Glu 


222 


145 










150 




155 










160 


223 


Glu 


Phe 


Asp 


Thr 


Val 


Ala Tyr Trp Lys 


Gin 


Lys 


Ala 


Leu 


Ser 


Leu 


Glu 


224 










165 




170 










175 




225 


Lys 


Met 


Leu 


Glu 


Ala 


Ser Thr Glu Arg 


Glu 


Arg 


Arg 


Leu 


Met 


Glu 


Lys 


226 








180 




185 










190 






227 


Leu 


Ser 


Glu 


Ser 


Leu 


Lys Thr Met Glu 


Ser 


Gin 


Ser 


Ala 


Pro 


Val 


Gin 


228 






195 






200 








205 








229 


Glu 


Leu 


Thr 


Gin 


Asn 


Leu Lys Arg Ala 


Glu 


Gly 


Phe 


Leu 


His 


Phe 


He 


230 




210 








215 






220 










231 


Leu 


Gin 


Asn 


Ala 


Pro 


He Val Met Gly 


His 


Gin 


Asp 


Lys 


Asp 


Leu 


Arg 


232 


225 










230 




235 










240 


233 


Tyr 


Leu 


Phe 


He 


Tyr 


Asn Lys Tyr Pro 


Ser 


Leu 


Arg 


Glu 


Gin 


Asp 


He 


234 










245 




250 










255 
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235 


Leu Gly Lys Thr 


Asp 


Val 


Glu 


He 


Phe 


His 


Gly 


Gly 


Gly 


Val 


Lys 


Glu 


236 




260 










265 










270 






237 


Gill Agn 


Phe 


Lvs 

2 a 


Ara 


Glu 


Val 


Leu 


Glu 


Lvs 


Gly 


Lvs 


Ala 


Ser 


Lvs 


238 


275 










280 










285 








239 


Arg Glu lie 


Thr 


Phe 


Thr 


Thr 


Asp 


Leu 


Phe 


Glv 


Ser 


Lvs 


Thr 


Phe 


Leu 


240 


290 








2 95 










300 










241 


He Tyr Val 


Glu 


Pro 


Val 


Tvir 

2 


Asn 


Lvs 


Ala 


Glv 


Glu 


LVS 


He 


Glv 


He 


242 


305 






310 










315 










320 


243 


Asn Tyr Met 


Gly 


Met 


Glu 


Val 


Thr 


Asp 


Gin 


Val 


Val 


Lys 


Arg 


Glu 


Lvs 


?44 

Tt *Z 






325 










330 










335 




245 


Met Ala Lys 


Leu 


Ara 


Glu 


Asp 


Asn 


Ala 


Val 


Ara 


Lvs 

2 


Ala 


Met 


Glu 


Ser 


246 




340 










345 










350 






247 


Glu Leu Asn 


Lys 


Thr 


He 


His 


He 


Thr 


Glu 


Glu 


Thr 


Met 


Arg 


Ala 


Lys 


248 


355 










360 










365 








249 


Gin Met Leu 


Ala 


Thr 


Met 


Ser 


His 


Glu 


He 


Ara 


Ser 


Pro 


Leu 


Ser 


Glv 




370 


















380 










251 


Val Val Gly Met 


Ala 


Glu 


He 


Leu 


Ser 


Thr 


Thr 


Lys 


Leu 


Asp 


Lys 


Glu 


<c* Z) 


385 






1 QO 










395 










400 


253 


Gin Arg Gin Leu 


Leu 


Asn 


Val 


Met 


He 


Ser 


Ser 


Glv 


Asp 


Leu 


Val 


Leu 


9^4 

Z, ZJ *± 






40R 










410 










415 




occ 

-3 


Gin Leu He 


Asn 


7\ cr\ 


Tl f> 

11C 


Leu 


Asp 


Leu 


Ser 


Lys 


Val 


Glu 


Ser 


Glv 


Val 


<o J D 




420 










42 5 










430 






257 


Met Arg Leu 


Glu 


Ala 


Thr 


Lys 


Phe 


Arg 


Pro 


Arg 


Glu 


Val 


Val 


Lys 


His 


^ JO 


435 










440 










445 








259 


Val Leu Gin 


Thr 


Ala 


Ala 


Ala 


Ser 


Leu 


Lys 


Lys 


Ser 


Leu 


Thr 


Leu 


Glu 


960 


450 ^ 








/EC 
*± J J 










460 

*± \j \j 










261 


Gly Asn He Ala 


Asp 


Asp 


Val 


Pro 


He 


Glu 


Val 


Val 


Glv 


Asp 


Val 


Leu 


Z, O Z, 


465 






470 










475 










480 


263 


Arg He Arg 


Gin 


He 


Leu 


Thr 


Asn 


Leu 


He 


Ser 


Asn 


Ala 


He 


Lvs 

2 ° 


Phe 


?G4 






*± O J 










490 










495 




265 


Thr His Glu Gly 


Asn 


Val 


Glv 


He 


Lys 


Leu 


Gin 


Val 


He 


Ser 


Glu 


Pro 


266 




500 










505 










510 






267 


Ser Phe Val 


Arg 


Asp 


Asn 


Ala 


Leu 


Asn 


Ala 


Asp 


Thr 


Glu 


Glu 


His 


Glu 


268 


515 










520 










525 








269 


Gin Asn Gly Leu 


Thr 


Glu 


Thr 


Ser 


Val 


Trp 


He 


Cvs 


Cvs 


Asp 


Val 


Trp 


270 


530 








535 










540 










271 


Asp Thr Gly He 


Gly 


He 


Pro 


Glu 


Asn 


Ala 


Leu 


Pro 


Cys 


Leu 


Phe 


Lys 


272 


545 






550 










555 










560 


273 


Lys Tyr Met 


Gin 


Ala 


Ser 


Ala 


Asp 


His 


Ala 


Arg 


Lys 


Tyr 


Gly 


Gly 


Thr 


274 






565 










570 










575 




275 


Gly Leu Gly Leu 


Ala 


He 


Cys 


Lys 


Gin 


Leu 


Val 


Glu 


Leu 


Met 


Gly 


Gly 


276 




580 










585 










590 






277 


Gin Leu Thr 


Val 


Thr 


Ser 


Arg 


Val 


Ser 


Glu 


Gly 


Ser 


Thr 


Phe 


Thr 


Phe 


278 


595 










600 










605 








279 


He Leu Pro 


Tyr 


Lys 


Val 


Gly 


Arg 


Ser 


Asp 


Asp 


Tyr 


Ser 


Asp 


Asp 


Gin 


280 


610 








615 










620 










281 


Asp Glu Phe 


Ser 


Asp 


Met 


Ala 


Asp 


Gin 


Gin 


Ser 


Glu 


Pro 


Asp 


Asp 


Thr 


282 


625 






630 










635 










640 


283 


Ala Glu Gly Tyr 


Phe 


Gin 


Phe 


Lys 


Pro 


Leu 


Leu 


Gly 


Ser 


He 


Tyr 


Ser 
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9 84 






J 








650 


655 






985 

O Zj 


Asn Gly Gly Pro 


Gly 


He Ser 


Asn 


Asp 


Phe Leu Pro His Lys 


Val 


Met 




9 ft 

Z O D 




660 








O O -J 


670 








9 ft 7 

Z O / 


Leu Thr Ser Pro 


X X c 


Lys Leu 


He 


Asn 


Gly Phe Val Ala Asp 


Pro 


Ser 




9 ft ft 
zoo 




675 






680 




685 








z o _? 


Asn Asn Thr Gly 


Gin 


Ser Glu 


Met 


±JC Li 


Gin Leu Glu Asn Gly Gly Tyr 




9 on 


690 




695 






700 








9 Q1 


Met Asp Glu Ser 


T.vC 
xi y o 


Leu Glu 


Thr 


OCX 


Ser Gly His Cys Pro 


Glu 


Ser 




9 Q9 
Z J7Z 


705 






710 






715 




720 






Ala His Gin Tyr 


ai 11 

OX IX 


Asn Gly Asn 


vjiy 


Arg Cys Phe Ser Lys 


Glu 


Ser 




z y4 






7 9 ^ 
(ZD 








730 


735 






^ J z> 


Glu Ser Cys Ser 


uCI 


Ser Gin 


Ala 


Opr 
OCX 


Ser Glu Gly Gly Thr 


Leu 


Glu 




z y o 




740 








7 A 1^ 


750 








Z 27 / 


Met Glu Ser Glu 


XiC ix 


Thr Val 


Ser 


OCX 


His Arg Glu Glu Glu 


Lys 


Ala 




z y o 




755 






760 




765 








z y y 


Glu Thr Glu Val 


Lys 


Glu Thr 


Ser 


T 

Lys 


Pro Lys lie Leu Leu 


Val 


Glu 




"3 n n 


770 




775 






780 








jUI 


Asp Asn Lys lie 


Asn 


He Met 


Val 


/ila 


Lys Ser Met Met Lys 


Gin 


Leu 




"3 0 0 

J Uz 


785 






790 






795 




800 






Gly His Thr Met 


Asp 


He Ala 


Asn 


Asn 


Gly Val Glu Ala He 


Thr 


Ala 




"3 ft /I 






one 








810 


815 








lie Asn Ser Ser 


Qor 

OCX 


Tyr Asp Leu 


val 


Leu Met Asp Val Cys 


Met 


Pro 




"3 n £ 




820 








oz o 


830 








"3 n "7 


Val Leu Asp Gly 


Leu 


Lys Ala Thr 


Arg 


Leu He Arg Ser Tyr Glu Glu 




*3 n q 




835 






840 




845 








*3 n o 


Thr Gly Asn Trp 


Asn 


Ala Ala 


He 


IjxU 


Ala Gly Val Asp He 


Ser 


Thr 




*3 1 r\ 


850 




855 






860 








T1 1 
Jll 


Ser Glu Asn Glu 


Gin 


Val Cys 


Met 


Arg 


Pro Thr Asn Arg Leu 


Pro 


He 






865 






870 






875 




880 




"3 1 *3 


lie Ala Met Thr 


Ala 


Asn Thr 


Leu 


Ala 


Glu Ser Ser Glu Glu 


Cys 


Tyr 




"314 
.3 ifi 






885 








890 


895 








Ala Asn Gly Met 


Asp 


Ser Phe 


He 


Ser 


Lys Pro Val Thr Leu 


Gin 


Lys 




"3 1 £ 




900 








905 


910 








"3.1 7 


Leu Arg Glu Cys 


Leu 


Gin Gin 


Tyr 


Leu 


His 








"3.1 ft 
O X o 




915 






920 














<210> 


SEQ ID NO: 


: 3 
















JZ u 


<211> 


LENGTH: 4679 
















321 


<212> 


TYPE: DNA 


















322 


<213> 


ORGANISM: 


Arabidopsis 


thaliana 






w--> 


323 


<220> 


FEATURE ; 
















w--> 


324 


<221> 


NAME /KEY : 


exon 1 














325 


<222> 


LOCATION: 


(230) uuu (307) 










w--> 


326 


<221> 


NAME/KEY: 


exon 2 














327 


<222> 


LOCATION: 


(865) UUU (1677) 










w--> 


328 


<221> 


exon 3 


















329 


<222> 


LOCATION: 


(1755) uuu(1811) 










w--> 


330 


<221> 


exon 4 


















331 


<222> 


LOCATION: 


(1904) uuu(2131) 










w--> 


332 


<221> 


exon 5 
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333 


<222> 


LOCATION: 


(2214) 


uuu (2307) 


W- - > 


334 


<221> 


exon 6 








335 


<222> 


LOCATION- 


(2389) 


uuu (2595) 


W- - > 


336 


<221> 


exon 7 








337 


<222> 


LOCATION • 


(2697) 


mill ( 1 ft 2 7 ) 


w- - > 


338 


<221> 


exon 8 








339 


<222> 


LOCATION: 


(2905) 


uuu(2954) 


w- - > 


^ A fi 




exon 9 








341 


<222> 


LOCATION: 


(3028) 


uuu(3209) 


W--> 


342 


<221> 


exon 10 








343 


<222> 


LOCATION: 


(3306) 


uuu (3409) 


w--> 


344 


<221> 


exon 11 








345 


<222> 


LOCATION: 


(3492) 


uuu (4214) 


w--> 


346 


<221> 


exon 12 








347 


<222> 


LOCATION: 


(4303)- 


uuu(4467) 


w--> 


348 


<221> 


exon 13 








349 


<222> 


LOCATION: 


(4557) 


uuu(4679) 




350 


<223> 


OTHER INFORMATION: Nucleotide sequence of genomic DNA coding 




351 




idine protein kinase 


w--> 


352 


<400> 


3 







353 gagaaagaga gagaagagaa gagaagagaa gagatgaata taatatacat tgacctctct 60 

354 gtctcatgag caagcacatg tcctctctct ctctctctct ctttctcttc tccgtaaaaa 120 

355 aaattaccaa tctttcacaa ttcattcaca tgctcctctc tctttcttca ttggctattc 180 

356 tcttcccaat gctcatttga agtttattta ctctactccc gacgaccacg actcttcttc 240 

357 agatctactc actccttctt tctctccttc ttcttcttca tttttccggt gaccggagtc 300 

358 ggagaaggta aagcttctga tcccttcccc tttcctccgg catactcgtt cctctgcttt 360 

359 gtctttcgtt tttttcattt ctttctgttt cagccttttg catctcgaga cttcatgatt 420 

360 acaatttctt tatgtttctc aatgcaagat tttcgtttat aatatatgat cactgatgtc 480 

361 aagaataaat caccaaagat ttttttcttt ccatatattt tttccgatca tcgctcaaaa 540 

362 aaaagtttca tcgtttaaat ttattttcag attttatcgt ttattggtga attttatgat 600 

363 cctagttgat aattcaatct gaaaaaagaa actgatacag ttttcttttt gaagctctgc 660 

364 aaatttctga tttttaagct cgaatcatat aatttgaagt ttcccgctaa tgttcaatca 720 

365 gaattggtcc acacacttag ttgttgtgga ccctttgcaa aattctattt tagttcatta 780 

366 tttttcacat tttacagatc aagattctct gatggagatg gtttgtcctg actctaacct 840 

367 ctgtgtttga aaatatctat acaggttctt tattcagatc aaggttctgg cttaaagaaa 900 

368 aaagttgttt gaattttgag atttgtctgg tccattgtgt tgctgttgtt gtatgaagag 960 



369 


aaaccttgat ca 
























972 


370 


atg 


gtc 


tgt 


gaa 


atg 


gag 


act 


gat 


cag att 


gag 


gaa 


atg 


gat 


gtc 


gaa 


1020 


371 


Met 


Val 


Cys 


Glu 


Met 
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431 Lys Arg Glu lie Thr Phe Thr Thr Asp Leu Phe Gly Ser Lys Thr Phe 

432 290 295 300 

433 ttg ata tat gtt gag cct gtt tac aac aaa get ggc gag aaa ate ggt 2098 

434 Leu lie Tyr Val Glu Pro Val Tyr Asn Lys Ala Gly Glu Lys lie Gly 

435 305 310 315 

436 ata aac tac atg gga atg gaa gta act gat cag gttagttagc taaagatttt 2151 

437 He Asn Tyr Met Gly Met Glu Val Thr Asp Gin 

438 320 325 330 

439 tgaactattc tataatctat gttctcattt tcacatcttc actggatctt cctgtgttac 2211 

440 ag gta gtg aaa agg gag aaa atg gcg aaa ctt aga gaa gat aac get 2258 

441 Val Val Lys Arg Glu Lys Met Ala Lys Leu Arg Glu Asp Asn Ala 

442 335 340 345 

443 gtg aga aag gcg atg gaa tea gaa ctg aac aag act att cac att aca 23 06 

444 Val Arg Lys Ala Met Glu Ser Glu Leu Asn Lys Thr He His He Thr 

445 350 355 360 

446 g gtttgttcaa gttaagcagt gaaagtttta gaaagattaa tgagaaaact 2357 

447 agacttaggt gttgtgtttt ttcttttgea g ag gag aca atg aga gca aag cag 2411 

448 Glu Glu Thr Met Arg Ala Lys Gin 

449 365 

450 atg eta gcg acg atg tct cat gag ata agg tea cca ttg tea gga gta 2459 

451 Met Leu Ala Thr Met Ser His Glu He Arg Ser Pro Leu Ser Gly Val 

452 370 375 380 385 

453 gtg gga atg get gag ata ctt tea act aca aaa ctg gat aaa gag caa 2507 

454 Val Gly Met Ala Glu He Leu Ser Thr Thr Lys Leu Asp Lys Glu Gin 

455 390 395 400 

456 aga cag ttg ttg aat gtc atg ate tct tct ggt gat ttg gtg ctt cag 2555 

457 Arg Gin Leu Leu Asn Val Met He Ser Ser Gly Asp Leu Val Leu Gin 
405 410 415 

eta ate aac gac att ctt gat etc tec aag gtt gaa tea g gtacaatata 2605 
Leu He Asn Asp He Leu Asp Leu Ser Lys Val Glu Ser 
420 425 430 

ctgttttcaa agtttttgat cttgtggtgt ggtcattgtt caaatcctcg attacatatg 2665 
ttattttttg gtatttgtgt gttcttttta g gt gtg atg aga tta gaa get aca 2719 

Gly Val Met Arg Leu Glu Ala Thr 
435 

aag ttt cga cca aga gaa gta gtg aag cat gtg eta cag aca get gca 2767 
Lys Phe Arg Pro Arg Glu Val Val Lys His Val Leu Gin Thr Ala Ala 

440 445 450 

gca teg ctg aag aaa tct ttg aca tta gaa gga aac att gca gat gat 2815 

470 Ala Ser Leu Lys Lys Ser Leu Thr Leu Glu Gly Asn He Ala Asp Asp 

471 455 460 465 470 

472 gtt cct att gag gttactacac atttcagaaa gagttaaatg tggcaaaagt 2867 

473 Val Pro He Glu 

474 ctttgtgatc ttaacttttt ttcctttaaa tgtttag gta gtt gga gat gtt eta 2922 

475 Val Val Gly Asp Val Leu 

476 475 480 

477 agg att agg cag ate etc acc aat ttg ata ag gttctttacc tgattcctgt 2974 

478 Arg He Arg Gin He Leu Thr Asn Leu He Ser 

479 485 490 
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aca 


teg 


44 Xb 


bb y 


Gly Asn Trp Asn Ala Ala 


He Glu Ala Gly Val Asp 


He 


Ser 


Thr 


Ser 






850 




855 










860 










865 




e a i 

Jul 


gag aat gaa caa 


gtt 


tgt 


atg 


cgt 


ccc 


aca 


aac 


egg 


ctg 


cct 


ata 


ate 


A Ad A 
44D4 


e £ o 

b O £t 


Glu Asn Glu Gin 


Val 


Cys 


Met 


Arg 


Pro 


Thr 


Asn 


Arg 


Leu 


Pro 


He 


He 








870 










875 










880 






a 

D Oft 


gcg gtcagtactt cttttttgaa tactaaacac agagatctaa 


tgeataaett 




/CI T 
ffcOJ. / 


565 


Ala 




























566 


gagaaaactg atagtcagaa tgcgttgtgg aatgtgcag atg acg gca aat act 


4571 


567 
















Met Thr Ala Asn Thr 




568 




















885 








569 


tta gca gag agt 


tea 


gaa 


gaa 


tgt 


tat 


gca 


aat 


ggt 


atg 


gac 


teg 


ttt 


4619 


570 


Leu Ala Glu Ser 


Ser 


Glu 


Glu 


Cys 


Tyr Ala Asn Gly Met Asp 


Ser 


Phe 




571 


890 








895 










900 










572 


att teg aaa cct 


gta 


acg 


ttg 


caa 


aaa 


ctg 


aga 


gag 


tgt 


ttg 


caa 


cag 


4667 


573 


lie Ser Lys Pro 


Val 


Thr 


Leu 


Gin 


Lys 


Leu Arg 


Glu 


Cys 


Leu 


Gin 


Gin 




574 


905 






910 










915 












575 


tat ttg cac tga 


























4679 


576 


Tyr Leu His 




























577 


920 





























file://C:\CRF4\OUTHOLD\VsrJ06938 1 .htm 



2/1/2006 



Page 13 c 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/069 , 381 



DATE: 
TIME: 



02/01/2006 
12:00:10 



Input Set : A:\PTO.DA.txt 

Output Set: N:\CRP4\02012006\J069381.raw 



578 <210> SEQ ID NO: 4 ^fJl 

579 <211> LENGTH: 922 yC^H**^ 



580 <212> TYPE: PRT _ 
5 8*^<213> ORGANISM: Arabidopsis thariana £&L<*~0 / 

s4L <223> OTHER INFORMATION: Amino acid sequence of histidine protein kinese 



584 


Met 


Val 


Cys 


Glu 


Met 


Glu 


Thr 


Asp 


Gin 


He 


Glu 


Glu 


Met 


Asp 


Val 


Glu 


585 


1 








5 










10 










15 




586 


Val 


Leu 


Ser 


Ser 


Met 


Trp 


Pro 


Glu 


Asp 


Val 


Gly 


Thr 


Glu 


Ala 


Asp 


Lys 


587 








20 










25 










30 






588 


Gin 


Phe 


Asn 


Val 


Glu 


Lys 


Pro 


Ala 


Gly 


Asp 


Leu 


Asp 


Thr 


Leu 


Lys 


Glu 


589 






35 










40 










45 








590 


Val 


Thr 


He 


Glu 


Thr 


Arg 


Thr 


He 


Ala 


Asp 


Met 


Thr 


Arg 


Leu 


Pro 


Asn 


591 




50 










55 










60 










592 


Leu 


Leu 


Asn 


Ser 


Thr 


His 


Gin 


Gly 


Ser 


Ser 


Gin 


Leu 


Thr 


Asn 


Leu 


Val 


593 


65 










70 










75 










80 


594 


Lys 


Gin 


Trp 


Glu 


Tyr 


Met 


Gin 


Asp 


Asn 


Ala 


Val 


Arg 


Leu 


Leu 


Lys 


Glu 


595 










85 










90 










95 




596 


Glu 


Leu 


Lys 


Asn 


Leu 


Asp 


Arg 


Gin 


Arg 


Glu 


Glu 


Ala 


Glu 


Ala 


Lys 


Glu 


597 








100 










105 










110 






598 


Leu 


Lys 


He 


He 


Glu 


Glu 


Tyr 


Lys 


Phe 


Glu 


Ser 


Asn 


Glu 


Pro 


Glu 


Asn 


599 






115 










120 










125 








600 


Val 


Pro 


Val 


Leu 


Asp 


Glu 


Thr 


Ser 


Asp 


Leu 


Phe 


Arg 


Arg 


Phe 


Arg 


Gin 


601 




130 










135 










140 










602 


Lys 


Lys 


Arg 


Asp 


Ala 


Leu 


Val 


Asp 


Ser 


Lys 


Lys 


He 


Glu 


He 


Tyr 


Glu 


603 


145 










150 










155 










160 


604 


Glu 


Phe 


Asp 


Thr 


Val 


Ala 


Tyr 


Trp 


Lys 


Gin 


Lys 


Ala 


Leu 


Ser 


Leu 


Glu 


605 










165 










170 










175 




606 


Lys 


Met 


Leu 


Glu 


Ala 


Ser 


Thr 


Glu 


Arg 


Glu 


^ r 9 


Arg 


Leu 


Met 


Glu 


Lys 


607 








180 










185 










190 






608 


Leu 


Ser 


Glu 


Ser 


Leu 


Lys 


Thr 


Met 


Glu 


Ser 


Gin 


Ser 


Ala 


Pro 


Val 


Gin 


609 






195 










200 










205 








610 


Glu 


Leu 


Thr 


Gin 


Asn 


Leu 


Lys 


Arg 


Ala 


Glu 


Gly 


Phe 


Leu 


His 


Phe 


He 


611 




210 










215 










220 










612 


Leu 


Gin 


Asn 


Ala 


Pro 


He 


Val 


Met 


Gly 


His 


Gin 


Asp 


Lys 


Asp 


Leu 


Arg 


613 


225 










230 










235 










240 


614 


Tyr 


Leu 


Phe 


He 


Tyr 


Asn 


Lys 


Tyr 


Pro 


Ser 


Leu 


Arg 


Glu 


Gin 


Asp 


He 


615 










245 










250 










255 




616 


Leu 


Gly 


Lys 


Thr 


Asp 


Val 


Glu 


He 


Phe 


His 


Gly 


Gly 


Gly 


Val 


Lys 


Glu 


617 








260 










265 










270 






618 


Ser 


Glu 


Asp 


Phe 


Lys 


Arg 


Glu 


Val 


Leu 


Glu 


Lys 


Gly 


Lys 


Ala 


Ser 


Lys 


619 






275 










280 










285 








620 


Arg 


Glu 


He 


Thr 


Phe 


Thr 


Thr 


Asp 


Leu 


Phe 


Gly 


Ser 


Lys 


Thr 


Phe 


Leu 


621 




290 










295 










300 










622 


He 


Tyr 


Val 


Glu 


Pro 


Val 


Tyr 


Asn 


Lys 


Ala 


Gly 


Glu 


Lys 


He 


Gly 


He 


623 


305 










310 










315 










320 


624 


Asn 


Tyr 


Met 


Gly 


Met 


Glu 


Val 


Thr 


Asp 


Gin 


Val 


Val 


Lys 


Arg 


Glu 


Lys 


625 










325 










330 










335 




626 


Met 


Ala 


Lys 


Leu 


Arg 


Glu 


Asp 


Asn 


Ala 


Val 


Arg 


Lys 


Ala 


Met 


Glu 


Ser 




CO A 
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627 


340 










345 










350 






628 


Glu Leu Asn Lys 


Thr 


He 


His 


He 


Thr 


Glu 


Glu 


Thr 


Met 


Arg 


Ala 


Lys 


629 


355 








360 










365 








630 


Gin Met Leu Ala 


Thr 


Met 


Ser 


His 


Glu 


He 


Arg 


Ser 


Pro 


Leu 


Ser 


Gly 


631 


370 






375 










380 










632 


Val Val Gly Met 


Ala 


Glu 


He 


Leu 


Ser 


Thr 


Thr 


Lys 


Leu 


Asp 


Lys 


Glu 


633 


385 




390 










395 










400 


634 


Gin Arg Gin Leu 


Leu 


Asn 


Val 


Met 


He 


Ser 


Ser 


Gly 


Asp 


Leu 


Val 


Leu 


635 


405 










410 










415 




636 


Gin Leu lie Asn 


Asp 


He 


Leu Asp 


Leu 


Ser 


Lys 


Val 


Glu 


Ser 


Gly 


Val 


637 


420 










425 










430 






638 


Met Arg Leu Glu 


Ala 


Thr 


Lys 


Phe 


Arg 


Pro 


Arg 


Glu 


Val 


Val 


Lys 


His 


639 


435 








440 










445 








640 


Val Leu Gin Thr 


Ala 


Ala 


Ala 


Ser 


Leu 


Lys 


Lys 


Ser 


Leu 


Thr 


Leu 


Glu 


641 


450 






455 










460 










642 


Gly Asn lie Ala 


Asp 


Asp 


Val 


Pro 


He 


Glu 


Val 


Val 


Gly 


Asp 


Val 


Leu 


643 


465 




470 










475 










480 


644 


Arg lie Arg Gin 


He 


Leu 


Thr 


Asn 


Leu 


He 


Ser 


Asn 


Ala 


He 


Lys 


Phe 


645 




485 










490 










495 




646 


Thr His Glu Gly 


Asn 


Val 


Gly 


He 


Lys 


Leu 


Gin 


Val 


He 


Ser 


Glu 


Pro 


647 


500 










505 










510 






648 


Ser Phe Val Arg 


Asp 


Asn 


Ala 


Leu 


Asn 


Ala 


Asp 


Thr 


Glu 


Glu 


His 


Glu 


649 


515 








520 










525 








650 


Gin Asn Gly Leu 


Thr 


Glu 


Thr 


Ser 


Val 


Trp 


He 


Cys 


Cys 


Asp 


Val 


Trp 


651 


530 






535 










540 










652 


Asp Thr Gly lie 


Gly 


He 


Pro 


Glu 


Asn 


Ala 


Leu 


Pro 


Cys 


Leu 


Phe 


Lys 


653 


545 




550 










555 










560 


654 


Lys Tyr Met Gin 


Ala 


Ser 


Ala 


Asp 


His 


Ala 


Arg 


Lys 


Tyr 


Gly 


Gly 


Thr 


655 




565 










570 










575 




656 


Gly Leu Gly Leu 


Ala 


He 


Cys 


Lys 


Gin 


Leu 


Val 


Glu 


Leu 


Met 


Gly 


Gly 


657 


580 










585 










590 






658 


Gin Leu Thr Val 


Thr 


Ser 


Arg 


Val 


Ser 


Glu 


Gly 


Ser 


Thr 


Phe 


Thr 


Phe 


659 


595 








600 










605 








660 


lie Leu Pro Tyr 


Lys 


Val 


Gly Arg 


Ser Asp 


Asp 


Tyr 


Ser 


Asp 


Asp 


Gin 


661 


610 






615 










620 










662 


Asp Glu Phe Ser 


Asp 


Met 


Ala 


Asp 


Gin 


Gin 


Ser 


Glu 


Pro 


Asp 


Asp 


Thr 


663 


625 




630 










635 










640 


664 


Ala Glu Gly Tyr 


Phe 


Gin 


Phe 


Lys 


Pro 


Leu 


Leu 


Gly 


Ser 


He 


Tyr 


Ser 


665 




645 










650 










655 




666 


Asn Gly Gly Pro 


Gly 


He 


Ser 


Asn 


Asp 


Phe 


Leu 


Pro 


His 


Lys 


Val 


Met 


667 


660 










665 










670 






668 


Leu Thr Ser Pro 


He 


Lys 


Leu 


He 


Asn Gly 


Phe 


Val 


Ala 


Asp 


Pro 


Ser 


669 


675 








680 










685 








670 


Asn Asn Thr Gly 


Gin 


Ser 


Glu 


Met 


Leu 


Gin 


Leu 


Glu 


Asn 


Gly 


Gly 


Tyr 


671 


690 






695 










700 










672 


Met Asp Glu Ser 


Lys 


Leu 


Glu 


Thr 


Ser 


Ser 


Gly 


His 


Cys 


Pro 


Glu 


Ser 


673 


705 




710 










715 










720 


674 


Ala His Gin Tyr 


Glu 


Asn 


Gly Asn 


Gly Arg 


Cys 


Phe 


Ser 


Lys 


Glu 


Ser 


675 




725 










730 










735 
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676 


Glu Ser Cys 


Ser 


Ser 


Ser Gin 


Ala 


Ser 


Ser 


Glu Gly 


Gly 


Thr 


Leu 


Glu 


677 




740 








745 








750 






678 


Met Glu Ser 


Glu 


Leu 


Thr Val 


Ser 


Ser 


His 


Arg Glu 


Glu 


Glu 


Lys 


Ala 


679 


755 








760 








765 








680 


Glu Thr Glu 


Val 


Lys 


Glu Thr 


Ser 


Lys 


Pro 


Lys He 


Leu 


Leu 


Val 


Glu 


681 


770 






775 








780 










682 


Asp Asn Lys 


He 


Asn 


He Met 


Val 


Ala 


Lys 


Ser Met 


Met 


Lys 


Gin 


Leu 


683 


785 






790 








795 








800 


684 


Gly His Thr 


Met 


Asp 


He Ala 


Asn 


Asn 


Gly 


Val Glu 


Ala 


He 


Thr 


Ala 


685 






805 








810 








815 




686 


lie Asn Ser 


Ser 


Ser 


Tyr Asp Leu 


Val 


Leu 


Met Asp 


Val 


Cys 


Met 


Pro 


687 




820 








825 








830 






688 


Val Leu Asp Gly 


Leu 


Lys Ala 


Thr 


Arg 


Leu 


He Arg 


Ser 


Tyr 


Glu 


Glu 


689 


835 








840 








845 








690 


Thr Gly Asn Trp 


Asn 


Ala Ala 


He 


Glu 


Ala 


Gly Val 


Asp 


He 


Ser 


Thr 


691 


850 






855 








860 










692 


Ser Glu Asn 


Glu 


Gin 


Val Cys 


Met 


Arg 


Pro 


Thr Asn 


Arg 


Leu 


Pro 


He 


693 


865 






870 








875 








880 


694 


He Ala Met 


Thr 


Ala 


Asn Thr 


Leu 


Ala 


Glu 


Ser Ser 


Glu 


Glu 


Cys 


Tyr 


695 






885 








890 








895 




696 


Ala Asn Gly Met 


Asp 


Ser Phe 


He 


Ser 


Lys 


Pro Val 


Thr 


Leu 


Gin 


Lys 


697 




900 








905 








910 






698 


Leu Arg Glu 


Cys 


Leu 


Gin Gin Tyr 


Leu 


His 












699 


915 








920 
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942 


<400> SEQUENCE: 


6 
























943 


Met 


Val 


Cys 


Glu 


Met 


Glu 


Thr 


Asp 


Gin 


He 


Glu 


Glu 


Met 


Asp 


Val 


Glu 


944 


1 








5 










10 










15 




945 


Val 


Leu 


Ser 


Ser 


Met 


Trp 


Pro 


Glu 


Asp 


Val 


Gly 


Thr 


Glu 


Ala 


Asp 


Lys 


946 








20 










25 










30 






947 


Gin 


Phe 


Asn 


Val 


Glu 


Lys 


Pro 


Ala 


Gly 


Asp 


Leu 


Asp 


Thr 


Leu 


Lys 


Glu 


948 






35 










40 










45 








949 


Val 


Thr 


He 


Glu 


Thr 


Arg 


Thr 


He 


Ala 


Asp 


Met 


Thr 


Arg 


Leu 


Pro 


Asn 


950 




50 










55 










60 










951 


Leu 


Leu 


Asn 


Ser 


Thr 


His 


Gin 


Gly 


Ser 


Ser 


Gin 


Leu 


Thr 


Asn 


Leu 


Val 


952 


65 










70 










75 










80 


953 


Lys 


Gin 


Trp 


Glu 


Tyr 


Met 


Gin 


Asp 


Asn 


Ala 


Val 


Arg 


Leu 


Leu 


Lys 


Glu 


954 










85 










90 










95 




955 


Glu 


Leu 


Lys 


Asn 


Leu 


Asp 


Arg 


Gin 


Arg 


Glu 


Glu 


Ala 


Glu 


Ala 


Lys 


Glu 


956 








100 










105 










110 






957 


Leu 


Lys 


He 


He 


Glu 


Glu 


Tyr 


Lys 


Phe 


Glu 


Ser 


Asn 


Glu 


Pro 


Glu 


Asn 


958 






115 










120 










125 








959 


Val 


Pro 


Val 


Leu 


Asp 


Glu 


Thr 


Ser 


Asp 


Leu 


Phe 


Arg 


Arg 


Phe 


Arg 


Gin 


960 




130 










135 










140 










961 


Lys 


Lys 


Arg 


Asp 


Ala 


Leu 


Val 


Asp 


. Ser 


Lys 


Lys 


lie 


Glu 


He 


Tyr 


Glu 
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962 


145 






150 










155 








160 


963 


Glu Phe Asp Thr 


Val 


Ala 


Tyr 


Trp 


Lys 


Gin 


Lys 


Ala 


Leu 


Ser 


Leu Glu 


964 






165 










170 










175 


965 


Lys Met Leu 


Glu 


Ala 


Ser 


Thr 


Glu 


Arg 


Glu 


Arg 


Arg 


Leu 


Met 


Glu Lys 


966 




180 










185 










190 




967 


Leu Ser Glu 


Ser 


Leu 


Lys 


Thr 


Met 


Glu 


Ser 


Gin 


Ser 


Ala 


Pro 


Val Gin 


968 


195 










200 










205 






969 


Glu Leu Thr 


Gin 


Asn 


Leu 


Lys 


Arg 


Ala 


Glu 


Gly 


Phe 


Leu 


His 


Phe He 


970 


210 








215 










220 








971 


Leu Gin Asn 


Ala 


Pro 


He 


Val 


Met 


Gly 


His 


Gin 


Asp 


Lys 


Asp 


Leu Arg 


972 


225 






230 










235 








240 


973 


Tyr Leu Phe 


He 


Tyr 


Asn 


Lys 


Tyr 


Pro 


Ser 


Leu 


Arg 


Glu 


Gin 


Asp He 


974 






245 










250 










255 


975 


Leu Gly Lys 


Thr 


Asp 


Val 


Glu 


He 


Phe 


His 


Gly 


Gly 


Gly 


Val 


Lys Glu 


976 




260 










265 










270 




977 


Ser Glu Asp 


Phe 


Lys 


Arg 


Glu 


Val 


Leu 


Glu 


Lys 


Gly 


Lys 


Ala 


Ser Lys 


978 


275 










280 










285 






979 


Arg Glu lie 


Thr 


Phe 


Thr 


Thr 


Asp 


Leu 


Phe 


Gly 


Ser 


Lys 


Thr 


Phe Leu 


980 


290 








295 










300 








981 


lie Tyr Val 


Glu 


Pro 


Val 


Tyr 


Asn 


Lys 


Ala 


Gly 


Glu 


Lys 


He 


Gly He 


982 


305 






310 










315 








320 


983 


Asn Tyr Met 


Gly 


Met 


Glu 


Val 


Thr 


Asp 


Gin 


Val 


Val 


Lys 


Arg 


Glu Lys 


984 






325 










330 










335 


985 


Met Ala Lys 


Leu 


Arg 


Glu 


Asp 


Asn 


Ala 


Val 


Arg 


Lys 


Ala 


Met 


Glu Ser 


986 




340 










345 










350 




987 


Glu Leu Asn 


Lys 


Thr 


He 


His 


He 


Thr 


Glu. 


Glu 


Thr 


Met 


Arg 


Ala Lys 


988 


355 










360 










365 






989 


Gin Met Leu 


Ala 


Thr 


Met 


Ser 


His 


Glu 


He 


Arg 


Ser 


Pro 


Leu 


Ser Gly 


990 


370 








375 










380 








991 


Val Val Gly Met 


Ala 


Glu 


He 


Leu 


Ser 


Thr 


Thr 


Lys 


Leu 


Asp 


Lys Glu 


992 


385 






390 










395 








400 


993 


Gin Arg Gin Leu 


Leu 


Asn 


Val 


Met 


He 


Ser 


Ser 


Gly 


Asp 


Leu 


Val Leu 


994 






405 










410 










415 


995 


Gin Leu lie 


Asn 


Asp 


He 


Leu 


Asp 


Leu 


Ser 


Lys 


Val 


Glu 


Ser 


Gly Val 


996 




420 










425 










430 




997 


Met Arg Leu 


Glu 


Ala 


Thr 


Lys 


Phe 


Arg 


Pro 


Arg 


Glu 


Val 


Val 


Lys His 


998 


435 










440 










445 






999 


Val Leu Gin 


Thr 


Ala 


Ala 


Ala 


Ser 


Leu 


Lys 


Lys 


Ser 


Leu 


Thr 


Leu Glu 



1000 450 455 460 

1001 Gly Asn He Ala Asp Asp Val Pro He Glu Val Val Gly Asp Val Leu 

1002 465 470 475 480 

1003 Arg He Arg Gin He Leu Thr Asn Leu lie Ser Asn Ala He Lys Phe 

1004 485 490 495 

1005 Thr His Glu Gly Asn Val Gly He Lys Leu Gin Val He Ser Glu Pro 

1006 500 505 510 

1007 Ser Phe Val Arg Asp Asn Ala Leu Asn Ala Asp Thr Glu Glu His Glu 

1008 515 520 525 

1009 Gin Asn Gly Leu Thr Glu Thr Ser Val Trp He Cys Cys Asp Val Trp 

1010 530 535 540 
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1011 


Asp Thr Gly 


He 


Gly 


He 


Pro Glu 


Asn 


Ala 


Leu 


Pro 


Cys 


Leu 


Phe 


Lys 


1012 


545 










550 








555 










560 


1013 


Lys 


Tyr Met 


Gin 


Ala 


Ser Ala Asp 


His 


Ala 


Arg 


Lys 


Tyr. 


Gly 


Gly 


Thr 


1014 










565 








570 










575 




1015 


Gly Leu Gly 


Leu 


Ala 


He 


Cys Lys 


Gin 


Leu 


Val 


Glu 


Leu 


Met 


Gly 


Gly 


1016 








580 








585 










590 






1017 


Gin 


Leu 


Thr 


Val 


Thr 


Ser 


Arg Val 


Asn 


Glu 


Gly 


Ser 


Thr 


Phe 


Thr 


Phe 


1018 






595 








600 










605 








1019 


He 


Leu 


Pro 


Tyr 


Lys 


Val 


Gly Arg 


Ser 


Asp 


Asp 


Tyr 


Ser 


Asp 


Asp 


Gin 


1020 




610 










615 








620 










1021 


Asp 


Glu 


Phe 


Ser 


Asp 


Met Ala Asp 


Gin 


Gin 


Ser 


Glu 


Pro 


Asp 


Asp 


Thr 


1022 


625 










630 








635 










640 


1023 


Ala Glu Gly 


Tyr 


Phe 


Gin 


Phe Lys 


Pro 


Leu 


Leu 


Gly 


Ser 


He 


Tyr 


Ser 


1024 










645 








650 










655 




1025 


Asn Gly Gly 


Pro 


Gly 


He 


Ser Asn 


Asp 


Phe 


Leu 


Pro 


His 


Lys 


Val 


Met 


1026 








660 








665 










670 






1027 


Leu 


Thr 


Ser 


Pro 


He 


Lys 


Leu He 


Asn 


Gly 


Phe 


Val 


Ala 


Asp 


Pro 


Ser 


1028 






675 








680 










685 








1029 


Asn 


Asn 


Thr 


Gly 


Gin 


Ser 


Glu Met 


Leu 


Gin 


Leu 


Glu 


Asn 


Gly 


Gly 


Tyr 


1030 




690 










695 








700 










1031 


Met 


Asp 


Glu 


Ser 


Lys 


Leu 


Glu Thr 


Ser 


Ser 


Gly 


His 


Cys 


Pro 


Glu 


Ser 


1032 


705 










710 








715 










720 


1033 


Ala 


His 


Gin 


Tyr 


Glu 


Asn Gly Asn 


Gly 


Arg 


Cys 


Phe 


Ser 


Lys 


Glu 


Ser 


1034 










725 








730 










735 




1035 


Glu 


Ser 


Cys 


Ser 


Ser 


Ser 


Gin Ala 


Ser 


Ser 


Glu 


Gly 


Gly 


Thr 


Leu 


Glu 


1036 








740 








745 










750 






1037 


Met 


Glu 


Ser 


Glu 


Leu 


Thr 


Val Ser 


Ser 


His 


Arg 


Glu 


Glu 


Glu 


Lys 


Ala 


1038 






755 








760 










765 








1039 


Glu 


He 


Glu 


Val 


Lys 


Glu 


Thr Ser 


Lys 


Pro 


Asn 


He 


Leu 


Leu 


Val 


Glu 


1040 




770 










775 








780 










1041 


Asp Asn 


Lys 


He 


Asn 


He 


Met Val 


Ala 


Lys 


Ser 


Met 


Met 


Lys 


Gin 


Leu 


1042 


785 










790 








795 










800 


1043 


Gly His 


Thr 


Met 


Asp 


He 


Ala Asn 


Asn 


Gly 


Val 


Glu 


Ala 


He 


Thr 


Ala 


1044 










805 








810 










815 




1045 


He 


Asn 


Ser 


Ser 


Ser 


Tyr Asp Leu 


Val 


Leu 


Met 


Asp 


Val 


Cys 


Met 


Pro 


1046 








820 








825 










830 






1047 


Val 


Leu Asp 


Gly 


Leu 


Lys 


Ala Thr 


Arg 


Leu 


He 


Arg 


Ser 


Tyr 


Glu 


Glu 


1048 






835 








840 










845 








1049 


Thr Gly Asn 


Trp 


Asn 


Ala 


Ala He 


Glu 


Ala 


Gly 


Val 


Asp 


He 


Ser 


Thr 


1050 




850 










855 








860 










1051 


Ser 


Glu 


Asn 


Glu 


Gin 


Val 


Cys Met 


Arg 


Pro 


Thr 


Asn 


Arg 


Leu 


Pro 


He 


1052 


865 










870 








875 










880 


1053 


He 


Ala 


Met 


Thr 


Ala 


Asn 


Thr Leu 


Ala 


Glu 


Ser 


Ser 


Glu 


Glu 


Cys 


Tyr 


1054 










885 








890 










895 




1055 


Ala Asn Gly 


Met 


Asp 


Ser 


Phe He 


Ser 


Lys 


Pro 


Val 


Thr 


Leu 


Gin 


Lys 


1056 








900 








905 










910 






1057 


Leu 


Arg 


Glu 


Cys 


Leu 


Gin 


Gin Tyr 


Leu 


His 














1058 






915 








920 


















1059 


<210> SEQ ID NO 


: 7 
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RAW SEQUENCE LISTING DATE: 02/01/2006 

PATENT APPLICATION : US/10/069,381 TIME: 12:00:10 

Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\02012006\J069381.raw 



1060 <211> LENGTH: 32 

1061 <212> TYPE: DNA 

1062 <213> ORGANISM: Artificial sequence 

W--> 1063 <220> FEATURE: ia^ju -?"^ 

W--> 1064 <221> NAME /KEY: A*^- I /? 7 5 / 

1065 <22 $> LOCATION: j ^223/ 



E--> 1066^<233> Primer No. 163 



W--> 1067 <400> SEQUENCE: 7 

1068 cgcggatcca ccatggtctg tgaaatggag ac 32 

1069 <210> SEQ ID NO: 8 

1070 <211> LENGTH: 32 

1071 <212> TYPE: DNA 

1072 <213> ORGANISM: Artificial sequence 
W--> 1073 <220> FEATURE: 

W--> 1074 <221> NAME/KEY: 

1075 <^2 Z> LOCATION: )ZZ2^J 7 

E--> 1076 (<233>J Primer No. 154 

W— > 1077 <400> SEQUENCE: 8 

1078 ccgctcgagt cagtgcaaat actgttgcaa ac 32 

1079 <210> SEQ ID NO: 9 

1080 <211> LENGTH: 31 

1081 <212> TYPE: DNA 

1082 <213> ORGANISM: Artificial sequence 
W--> 1083 <220> FEATURE: 

W--> 1084 <221> NAME/KEY: 
1085 <222> LOCATION: 
E--> 1086 /<23J ^ Pi 1mm No. 1J 1 ~J ^2Z$/ 

W--> 1087 <400> SEQUENCE: 9 

1088 ggggtacctc agtgcaaata ctgttgcaaa c 31 

1089 <210> SEQ ID NO: 10 

1090 <211> LENGTH: 33 

1091 <212> TYPE: DNA 

1092 <213> ORGANISM: Artificial sequence 
W--> 1093 <220> FEATURE: 

W--> 1094 <221> NAME /KEY: 

1095 <222 > LOCATION: \ STJl^? 

E--> 1096 <<233>) Primer No. 271 ' 



W--> 1097 <400> SEQUENCE: 10 

1098 ta££cggggg taccgtcgac ctgcaggcat gcc 33 

11 2 Z "Z \o"7 

1100 < 211 > LENGTH: 32 ~ 

1101 <212> TYPE: DNA 

1102 <213> ORGANISM: Artificial sequence 
W--> 1103 <220> FEATURE: 

W--> 1104 <221> NAME/KEY: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/069,381 



DATE: 02/01/2006 
TIME: 12:00:10 



Input Set : A:\PTO.DA.txt 

Output Set: N:\CRP4\02012006\J069381.raw 



LOCATION: 



W--> 1105 _ 
E--> 1106 (<233>>>Primer No. 



272 



^1107 <400> SEQUENCE: 11 
QH£>> 1108 aaaggacggc cagtgaattc gegttqggca cc 
E--> 1109 <210> SEQ'lD NO:* 12 „ 1 — 

1110 <211> LENGTH: 31 

1111 <212> TYPE: DNA 

1112 <213> ORGANISM: Artificial sequence 

1113 <220> FEATURE: 

1114 <221> NAME /KEY: 

1115 <22 g> LOCATION: 4<^Z-237 

E--> 1116(^72335 Primer No. 162 

W--> 1117 <400> SEQUENCE: 12 

1118 cgcggatcca ccatgcttga ggcgagtact g 
E--> 1122^2/31 



W-- 
W-- 




32 



31 
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VERIFICATION SUMMARY DATE: 02/01/2006 

PATENT APPLICATION: US/10/069,381 TIME: 12:00:11 

Input Set : A: \PTO.DA.txt 

Output Set: N:\CRF4\02012006\J069381.raw 

L:3 M:280 W: Numeric Identifier already exists, <110> found multiple times 

L:4 M:283 W: Missing Blank Line separator, <120> field identifier 

L:6 M:283 W: Missing Blank Line separator, <130> field identifier 

L:7 M:270 C: Current Application Number differs, Replaced Current Application No 

L:7 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:7 M:283 W: Missing Blank Line separator, <160> field identifier 

L:8 M:283 W: Missing Blank Line separator, <210> field identifier 

L:16 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:1 

L:16 M:283 W: Missing Blank Line separator, <400> field identifier ^ 

L:55 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 



L: 


202 


M: 


200 


E: 


Mandatory Header Field missing, <220> Tag not found for SEQ ID#:2 




L: 


202 


M: 


283 


W: 


Missing Blank Line separator, <400> field identifier 






L: 


323 


M: 


283 


W: 


Missing Blank Line separator, <220> field identifier 






L: 


324 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


326 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


328 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


328 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


330 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


330 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


332 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


332 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


334 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


334 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


336 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID# : 3 






L: 


336 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


338 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


338 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


340 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


340 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


342 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


342 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


344 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


344 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


346 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


346 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L : 


348 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


348 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


3 


L: 


352 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID#:3 






L: 


352 


M: 


283 


W: 


Missing Blank Line separator, <400> field identifier 






L: 


448 


M: 


361 


W: 


Invalid Split Codon, Sequence data for SEQ ID#: 3 
Invalid Split Codon, Sequence data for SEQ ID#: 3 






L: 


464 


M: 


361 


W: 






L: 


508 


M: 


254 


E: 


No. of Bases conflict, LENGTH: Input : 3586 Counted: 3584 SEQ: 3 




/ 


L: 


583 


M: 


200 


E: 


Mandatory Header Field missing, <220> Tag not found for SEQ ID#:4 


L: 


583 


M: 


283 


W: 


Missing Blank Line separator, <400> field identifier 






L: 


704 


M: 


283 


W: 


Missing Blank Line separator, <220> field identifier 






L: 


705 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID#: 


5 


L: 


707 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#: 


5 


L: 


709 


M: 


258 


W: 


Mandatory Feature missing, <220> Tag not found for SEQ ID# : 5 
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VERIFICATION SUMMARY DATE: 02/01/2 006 

PATENT APPLICATION: US/10/069 , 381 TIME: 12:00:11 

Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\02012006\J069381.raw 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 5 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 
Missing Blank Line separator, <400> field identifier 
Invalid Split Codon, Sequence data for SEQ ID#: 5 
Invalid Split Codon, Sequence data for SEQ ID#: 5 

Mandatory Header Field missing, <220> Tag not found for SEQ ID# : 6 
Missing Blank Line separator, <400> field identifier 
L:1063 M:283 W: Missing Blank Line separator, <220> field identifier 
L:1064 M:257 W: Feature value mis-spelled or invalid, <221> Name/fCey for SEQ ID# : 7 
L:1066 M:250 E: Invalid Numeric Identifier, INVALID IDENTIFIER ^ 
L:1067 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:7, <213> 
ORGANISM : Art if icial sequence 

L:1067 M:283 W: Missing Blank Line separator, <400> field identifier 

L:1067 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 7, Line# : 1067 

L:1073 M:283 W: Missing Blank Line separator, <220> field identifier 

L:1074 M:257 W: Feature value mis-spelled or invalid, <221> Name/JCey for SEQ ID# : 8 

L:1076 M:250 E: Invalid Numeric Identifier, INVALID IDENTIFIER / 

L:1077 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:8, <213> 
ORGANISM: Art if icial sequence 

L:1077 M:283 W: Missing Blank Line separator, <400> field identifier 

L:1077 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 8, Line# : 1077 

L:1083 M:283 W: Missing Blank Line separator, <220> field identifier 

L:1084 M:257 W: Feature value mis-spelled or invalid, <221> NanWkey for SEQ ID#:9 

L:1086 M:250 E: Invalid Numeric Identifier, INVALID IDENTIFIER^ 

L:1087 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:9, <213> 
ORGANI SM : Art i f ic ial sequencie 

L:1087 M:283 W: Missing Blank Line separator, <400> field identifier 

L:1087 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 9 , Line# : 1087 

L:1093 M:283 W: Missing Blank Line separator, <220> field identifier 

L:1094 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key/f or SEQ ID#:10 

L:1096 M:250 E: Invalid Numeric Identifier, INVALID IDENTIFIER X 

L:1097 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:10, <213> 

ORGANISM Artificial sequence 

L:1097 M:283 W: Missing Blank Line separator, <400> field identifier 

L:1097 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 10 , Line# : 1097 



L: 


709 


M: 


257 


W: 


L: 


711 


M: 


258 


W: 


L: 


711 


M: 


257 


W: 


L: 


713 


M: 


258 


W: 


L: 


713 


M: 


257 


W: 


L: 


715 


M: 


258 


W: 


L: 


715 


M: 


257 


W: 


L: 


717 


M: 


258 


W: 


L: 


717 


M: 


257 


W: 


L: 


719 


M:258 


W: 


L: 


719 


M: 


257 


W: 


L: 


721 


M: 


258 


W: 


L : 


721 


M: 


257 


W: 


L: 


723 


M: 


258 


W: 


L: 


723 


M: 


257 


W: 


L: 


725 


M: 


258 


W: 


L: 


725 


M:257 


W: 


L: 


727 


M:258 


W: 


L: 


727 


M: 


257 


W: 


L: 


731 


M: 


258 


W: 


L: 


731 


M: 


283 


W: 


L: 


810 


M: 


361 


W: 


L: 


826 


M: 


361 


W: 


L: 


942 


M: 


200 


E: 


L: 


942 


M: 


283 


W: 
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VERIFICATION SUMMARY DATE: 02/01/2006 

PATENT APPLICATION: US/10/069 , 381 TIME: 12:00:11 

Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\02012006\J069381.raw 



L:1103 M:283 W: 
L:1104 M:281 W: 
L:1104 M:257 W: 



L:1100 M:280 W: Numeric Identifier already exists, Length not replaced. 
L:1103 M:281 W: Numeric Fields not Ordered, <220> not ordered!. 

Missing Blank Line separator, <220> field identifier 
Numeric Fields not Ordered, <221> not ordered! . 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:11 
L:1105 M:281 W: Numeric Fields not Ordered, <222> not ordered! .7 
L:1106 M:250 E: Invalid Numeric Identifier, INVALID IDENTIFIER 
L:1107 M:282 E: Numeric Field Identifier Missing, <210> is requiredT 
L:1107 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:11, <213> 
ORGANISM: Art if icial sequence / 
L:1107 M:212 E: (34) Invalid or duplicate Sequence ID Number, SEQUENCE ID NOS:10 differs:ll 
L:1107 M:283 W: Missing Blank Line separator, <400> field identifier 
L:1107 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 11 , Line# : 1107 
L:1108 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 11 Found:32 SEQ:0 
(33) Seq.# missing, SEQ ID NO: 11 

Missing Blank Line separator, <22 0> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:12 
Invalid Numeric Identifier, INVALID IDENTIFIER 

Mandatory Feature missing, <223> Tag not found for SEQ#:12, <213> 
ORGANISM: Artificial sequence 

L:1117 M:283 W: Missing Blank Line separator, <400> field identifier 

L:1117 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 12 , Line# : 1117 

L:1123 M:254 E: No. of Bases conflict, LENGTH : Input : 31 Counted:32 SEQ:12 

L:1123 M:320 E: (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS:2 

L:1123 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 31 Found:32 SEQ:12 

L:7 M:203 E: No. of Seq. differs, <160> Number Of Sequences : Input (2) Counted (12) 



L:1109 M:214 E 
L:1113 M:283 W 
L:1114 M:257 W 
L:1116 M:250 E 
L:1117 M:258 W 
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